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Table 1 Identification of Mycobacterium tuberculosis by using commercial kits
. Strains
Kits
A B C D

TRC + + + +
AMPLICOR — — —
TagMan - - -
MTD + + + +
DDH (identity) unknown unknown unknown unknown

(97.2%)* (91.1%)* (80.3%)* (93.1%)*
Accu-Probe - - -
CapiliaTB — — - -
*: identity should be less than 70%

Table 2 Cross-reaction in tests for identification of mycobacteria

Methods Species Misidentification Reference
TRC M. marinum M. tuberculosis complex 10)
MTD M. celatum & M.terrae-like organisms M. tuberculosis complex 11)
DDH M. heckeshornense M. xenopi 5)
CapiliaTB M. marinum & M.ulcerans M. tuberculosis complex 7)
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Short Report

NON-TUBERCULOUS MYCOBACTERIUM STRAINS THAT SHOW POSITIVE TEST
FOR IDENTIFICATION KITS OF M.TUBERCULOSIS COMPLEX

'Akio AONO, 'Yuko KAZUMI, 'Shinji MAEDA, *Yuka AZUMA,
>Shigeo TSUCHIYA, *Tomotada IWAMOTO, "Kazue NAKANAGA,
4Keiji HAYAKAWA, and *Hajime SAITO

Abstract [Objectives] Saito et al. isolated novel mycobac-
terium strains from the sputum of 12 patients with pulmonary
disease. They reported, that the strains were clearly different
from Mycobacterium tuberculosis (TB) in cultural, biochemical
and immunological properties, despite the high homology
(99.1%) of the 16S rRNA gene sequence between the two.
Recently, we isolated four strains having similar properties as
the above strains among mycobacterial strains that were sent
to the Research Institute of Tuberculosis for identification.
We examined these isolates using commercial systems for
identification of mycobacteria.

[Materials] Four strains of the unidentified mycobacteria
were used in this study.

[Methods] Tests used in the study included cultural on solid
media, biochemical characteristics, DNA sequence analyses of
16S rRNA and rpoB genes, TRC, COBAS AMPLICOR,
COBAS TagMan, MTD, DDH, Accu-Probe, Capilia TB, and
a drug susceptibility tests.

[Results] After three weeks of culture, smooth and non-
photochromogenic colonies were formed. The niacin accumula-
tion test was negative. The homologies of DNA sequence

between the new strains and M. tuberculosis for 16S rRNA and

rpoB genes were 97.8% and 90.2%, respectively. The tests
with TRC and MTD Kkits were positive, whereas the tests with
AMPLICOR, TagMan, Accu-Probe and Capilia TB kits were
negative. The organism was not identified with the DDH

system.
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