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paratuberculosis |37 2123 — 3 & 5| R Z TRHIEMART
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Table 1 Sort of pathogens and zoonoses

Prion Virus Bacteria Protozoa

Mad Cow Disease Influenza Tuberculosis Sleeping sickness
SARS Anthrax Chagas’ disease
West Nile fever Plague Leishmaniasis
Ebora hemorrhagic fever Pasteurellosis Cryptosporidiosis
Marburg fever Salmonellosis
Newecastle disease Listeriosis
Japanese encephalitis Campylobacteriosis
Tick-borne encephalitis Leptospirosis

HFRS
B virus disease
Monkeypox

Lyme disease
Swine erysipelas
Shigellosis
Tularemia
Rat-bite fever
Brucellosis
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Fig. 1 Phylogenetic tree of Mycobacterium tuberculosis
complex species and predominant hosts
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RTCEDIREEIRICH o M. bovis X < KHE IR
BRI Th A O EFY), S5121Fe M2
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Table 2 Maintenance and spill over host of M. bovis

Status Animal species Transmission route
Maintenance host Cow Respiratory
Goat Respiratory
African buffalo Respiratory
Bison Respiratory
Badger Respiratory
Brushtail possum Respiratory
Deer Respiratory
Feral pig Oral
Ferret Oral
Spill over host Human Oral/Respiratory
Baboon Oral/Respiratory
Black bear Oral
Bobcat Oral
Cheetah Oral/Respiratory
Leopard Oral/Respiratory
Lion Oral/Respiratory
Coyote Oral
Deer Oral/Respiratory
White-tailed deer Oral
Feral pig Oral
Warthog Oral/Respiratory
Ferret Oral
Greater kudu Scarification/Oral
Racoon Oral
Red fox Oral
Cat (pet animal) Oral/Respiratory
Dog (pet animal) Oral/Respiratory
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T F 7= (Meles meles) 3HFHN5H7, —F, =2—
V=95 Y FTIE7 270Xy 2 (Trichosurus vulpecula)
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EEEFNCE D E, YNV ) VB E W RES R
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3-6. &l & Ykt
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Fig. 2 Transition of bovine tuberculosis cases in Japan

Table 3 Differentiation of Mycobacterium tuberculosis
complex species by RD and spacer sequence of direct
repeat loci

spacer 3943
in Spoligo type

=
v}
e

RD9

~
J
(S}

M. canettii

M. tuberculosis
M. africanum
M. microti

L+t

M. pinnipedii
M. caprae
M. bovis

|+ + ++ + +
||
|+ 4+ + |
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BIDOEEZHNDWH, FiFE, [EERTEERED
TR M. bovis DBREBIY 23 L T —a VY V&4 L7z
EIRDOMHAEALIE L % 2 5TV 539, {5RIKD /NG,
TG S N7 % A T OB R Ri H S R T DI
AL ZBRBFORERE LD )%, ZNIET BT FH I~
DOHEEWIZ X > TH RSN BRE TR E Z T 5850
RO WHEEO BV TH 53, —T7, 7Y OBYEICE
WL Y ¥ 28 H 5 D M. bovis DI D v 2 &
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Zk, LB, KMo E BT S Z
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Fig. 3 Predicted route of the transmission and infection of Mycobacterium bovis between mammalians. Schematic
expression of possible transmission route of Mycobacterium bovis between wild life, domestic animals, companion

animals and humans.

A: Vertical transmission, B: horizontal transmission, C: Predation, D: Contaminated materials,

E: Aerosol, F: Ingestion of products.
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Txua VRBIIREESND y A vy —T 2 ViRERH
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TETW5b, 72, M tuberculosis \ZB W TR S N724
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Abstract Pathogens transmitting between the environment,
wildlife, livestock and humans are major health concerns for
human and domestic animal and in addition, for the sustaina-
bility of agriculture and the conservation of wildlife. Among
pathogens causing zoonosis, Genus Mycobacterium including
Mycobacterium tuberculosis, M. bovis, M. avium is thought to
be important. The most important bacteria as an etiological
agent of zoonosis in Genus Mycobacterium is M. bovis. M.
bovis is the causative agent of bovine tuberculosis, which
belongs to the M. tuberculosis complex and has a broad host
range including wildlife, domestic livestock, non-human
primates and humans. The reservoirs of M. bovis in wildlife
have their own role as sources of infection in humans and
domestic animals and have their health impact on humans.
The approaches for the control and management of M. bovis

infections are also discussed in this review.
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