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Table Results of RFP susceptibility testing and sequences
BrothMIC NTM

Strains Wellpack* (MIC) Sequence

A RFP resistant R (2 ug/mi) codon 516 (GAC — GCC)
B RFP resistant R (16 pg/mi) codon 513 (CAG — GAG)
C RFP resistant R (32 ug/mi) codon 513 (CAG — GAG)
KCHK1001R RFP resistant R (32 pg/mi) codon 526 (CAC — CGC)
KCHK1001S RFP susceptible S (0.06 pg/ml)

*Qgawa medium based drug susceptibility test
RFP: rifampicin R rifampicin resistance S: rifampicin susceptible
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Rifampicin-susceptible isolates

TB |CTG AGC CAA TTC ATG GAC CAG AAC AAC CCG CTG TCG GGG TTG ACC CAC AAG CGC CGA ATG TCG GCG CTG

1
con
trol 51

1{CTC TCC CAG TTC ATG GAC CAG AAC AAC CCG CTG TCG GGC CTC ACC CAC AAG CGC CGG CTT TCG GCG CTG533

Lec Ser Gln Phe Met Asp Gln Asn Asn Pro Leu Ser Gly Leu Thr His Lys Arg Arg Leu Ser Ala Leu

Rifampicin-resistant isolates
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Strain B === === E::]--- e IR E LTI TR R E R R PR PP
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Arg

Fig. 1 rpoB gene sequences of one rifampicin-susceptible and four rifampicin-resistant strains of Mycobacterium
kansasii, with the Mycobacterium tuberculosis (M. tuberculosis) sequence shown for comparison.

1: KCHK1001S (rifampicin-susceptible control)
2: KCHK1001R (rifampicin-resistant control)

Underline codons in M. tuberculosis: common codons involved in rifampicin-resistance strains
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Fig.2 The patterns of rifampicin-susceptible and resistant
strains of M. kansasii by Line Probe Assay.

TB: M. tuberculosis (H37Rv) indicated the reaction of the TB
line and the five S probes

S: KCHK1001S (rifampicin-susceptible strain of M. kansasii)
R: KCHK1001R (rifampicin-resistant strain of M. kansasii)
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DETECTION OF rpoB MUTATIONS IN RIFAMPICIN-RESISTANT
MYCOBACTERIUM KANSASII

'Shiomi YOSHIDA, 'Katsuhiro SUZUKI, 'Kazunari TSUYUGUCHI, “Tomotada IWAMOTO,
“Motohisa TOMITA, 'Masaji OKADA, *Mitsunori SAKATANI

Abstract [Purpose] To detect rifampicin-resistant mutations
in Mycobacterium kansasii (M. kansasii).

[Methods] We examined the M.kansasii isolates from
sputum of patients at National Hospital Organization Kinki-
chuo Chest Medical Center from January 1, 2001 to Novem-
ber 30, 2005 using drug-susceptibility testing, and analyzed
69-bp fragment of rpoB gene in rifampicin-resistant strains.

[Results] Three strains from 314 isolates were determined
as rifampicin resistant using drug-susceptibility testing. Those
strains showed a rise in minimum inhibitory concentration
(MIC), and had the mutations in rpoB gene. These point
mutations in codons 513 and 516 were common mutations
found in rifampicin-resistant clinical isolates of M.tuberculosis.

[Discussion] We verified the association between rpoB

gene mutations and rifampicin resistance in M. kansasi.
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