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Table 1 Characteristics of our clinical isolate and reference strains
M. xenopi M. heckeshornense Clinical isolate Clinical isolate
ATCC19250 DSMZ44428 No.50 No.759
Growth at 28C - - = -
Growth at 37°C + + + +
Growth at 42°C + + + +
Growth Rate (at 42°C) 4 weeks 4 weeks 4 weeks 4 weeks
Pigmentation Scotochromogen Scotochromogen Scotochromogen Scotochromogen
Colonies (Rough/Smooth) Rough/smooth Smooth Smooth Smooth
Colour of colony Yellow Yellow Yellow Yellow
Urease - - - —
Tween Hydrolysis - - - -
3-day Arylsulfatase + — - -
Tellurite Reduction - - - —
Susceptibility test (MGIT)
Isoniazid (0.1 pg/mi) Resistance Resistance Resistance Resistance
Rifampicin (1.0 #g/ml) Sensitive Sensitive Sensitive Sensitive
Ethambutol (5.0 xg/ml) Resistance Sensitive Resistance Sensitive
Streptomycin (1.0 zg/ml) Sensitive Sensitive Sensitive Sensitive
Table 2 Identification of two clinical isolates by 16S rRNA and rpoB genes sequencing
Similarity (9
Gene Type strain - imilarity (%) -
Strain No. 50 Strain No. 759
16S rRNA M. xenopi 94.43 94.23
M. heckeshornense 100 100
rpoB M. xenopi 95.4 95.1
M. heckeshornense 99.7 100
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Fig. Pulmonary histopathology of the guinea pig.
Hematoxylin & eosin stain. X 40.
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MICROBIOLOGICALLY IDENTIFIED ISOLATES OF
MYCOBACTERIUM HECKESHORNENSE IN TWO PATIENTS
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Abstract [Purpose] To identify mycobacteria isolated from
sputa of a 51-year-old female and a 72-year-old male patient
with pneumoconiosis.

[Object and method] Mycobacteria species were isolated
from sputa of a 51-year-old female. The culture was always
negative in spite of positive smears before the final isolation
in 1988. A 72-year-old male patient suffered from pneumo-
coniosis and the acid-fast bacillus was isolated by routine
sputum examination in 2003. These two strains of acid-fast
bacilli were identified as Mycobacterium heckeshornense by
partial sequencing of 16S rRNA and rpoB and conventional
methods (biochemical and routine culture methods).

[Result] These two strains grew on 1% Ogawa’s slant
medium at 37°C and 42°C, but not at 28°C. They formed
yellowish colonies in the dark (Scotochromogen). They were
classified as a slowly growing Mycobacteria. As it was
difficult to distinguish M. heckeshornense from M. xenopi by
conventional methods including growth rate, temperature
range of mycobacterial growth, light coloration reaction,
biochemical and biological tests, virulence using guinea pigs
and drug susceptibility test were further explored. Finally two

were identified as M. heckeshornense by summing of these
results.

[Conclusion] Mycobacteria species that grow at 42°C for
four weeks, imply M.xenopi with a DDH method. It is
essential to perform both sequencing of 16S rRNA and rpoB
gene and a biochemical method for the purpose of distinguish-
ing M. heckeshornense from M. xenopi.
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16S rRNA sequence, rpoB gene, Smear-positive and culture-

negative
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