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Fig. Representative hybridization patterns obtained with line
probe strips.

(a) The control line (Control) provides an internal control for
the color development reaction. The TB line (TB) is a specific
probe for M. tuberculosis complex. The S and R probes are
described in “Materials and Methods”.

(b) LiPA profile of RFP-resistant M. tuberculosis (No. 119).
Probe S5 does not disappear completely, and probe R4a and
R4b show false positive reaction.
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Table 1 Identification of M. tuberculosis complex from sputum
. Li.P A Amplicor

Sputum (n) Reaction with TB probe

Positive Negative Positive Negative
M. tuberculosis (84) 82 26 82 2¢
MOTT* (10) 0 10 0 10
Negative sample (36) 0 36 0 36
Total (130) 82 48 82 48

“Mycobacteria other than M. tuberculosis
®Sample No. 101 and 130
“Sample No. 21 and 130

Table 2 Comparison of the results of the line probe
assay with the in vitro susceptibility test

Susceptibility (n)

RFP-sensitive (20)
RFP-resistant (22)

Total (42)

LiPA profile
Wild type Mutation
19 14
0 22
19 23

“Sample No. 78

Table 3  Discrepant results between line probe assay, Amplicor and in vitro

susceptibility test

Sputum (Pre-cultivation)

Post-cultivation

Sample - - Cultivation - - —
LiPA Amplicor LiPA Amplicor  Susceptibility
21 WT - + WT + Sensitive
78 WT + R5 + + WT + Sensitive
101 — + —
130 - - + WT + Sensitive
" 2 AR EHE SN Tze 1 BHIBEFERT O LiPA TIZEFAER L
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@ o7z (Table 4 (a)) o RFPEZMEFIEICE L THITIT—
HLTBY, BMEREEERRCTHENRR 201X 42
B 1 BIDOATEH Y (Table 4 (b)), WEHHIEFA R L 25
BIOBALZR LIS D (No. 78; Table 3) TH - 720
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Table 4 Comparison of the results of the line probe
assay from sputum and from cultivated strain

(a) Detection of M. tuberculosis by LiPA

Pre-cultivation (Sputum)

Post-cultivation

(Strain) Positive Negative
Positive 42 1a
Negative 0 5
Total 42 6

“Sample No. 130

(b) Genotype of rpoB by LiPA

Post-cultivation

Pre-cultivation (Sputum)

(Strain) Wild Type Mutation
Wild Type 20 14
Mutation 0 21
Total 20 22

“Sample No. 78
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DIRECT DETECTION OF RIFAMPICIN RESISTANT MYCOBACTERIUM TUBERCULOSIS
IN SPUTUM BY LINE PROBE ASSAY (LiPA)

"Takeshi HIGUCHI, *Takeshi FUSHIWAKI, *Nakako TANAKA, *Seigo MIYAKE,
*Takeshi OGURA, “Hiroko YOSHIDA, *Tetsuya TAKASHIMA, *Masaru NAKAGAWA,
Ryoji MAEKURA, Toru HIRAGA, and "Toshinori SUETAKE

Abstract [Objectives] To examine the direct detection of
rifampicin (RFP) -resistant Mycobacterium tuberculosis in
sputum by Line Probe Assay (LiPA).

[Materials and methods] We collected 130 sputa and ana-
lyzed both by LiPA and the Amplicor M. tuberculosis assay.
For culture-positive samples, RFP resistance testing was per-
formed and compared with the results by LiPA.

[Results] Eighty two out of 84 M. tuberculosis samples were
detected by LiPA and all of 10 Mycobacteria other than M.
tuberculosis (MOTT) samples and 36 negative samples were
negative by LiPA. The detection rate is same as Amplicor. For
culture-positive samples, LiPA showed mutation pattern for
all of 22 RFP-resistant strains and wild type pattern for 19 of
20 RFP-sensitive strains. The one remaining showed mixed
pattern of wild type and mutation pattern.

[Conclusion] The use of LiPA for sputum coould enable
early detection of RFP-resistant tuberculosis and seems to be
useful for the control of tuberculosis.

Key words: Mycobacterium tuberculosis, rpoB gene, Rifam-
picin resistance, Line probe assay, Sputum
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