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Fig.1 (A) CT scanof case 1, (B) CT scan of case 2, (C) Lane 1, 2 RFLP patterns of subclones
of isolate from case 1. Lane 3, 4, 5 RFLP patterns of subclones of isolate from case 2
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Fig.2 (A) Chest radiogram of case 3, (B) Chest radiogram of case 4, (C) RFLP patterns
of case 3, 4: lane 1, 2 subclones of isolate at 2000, lane 3, 4 subclones of isolate at 2001,
lane 5, 6 subclones of isolate at 2000, lane 7, 8 subclones of isolate at 2001.
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Fig.3 RFLP patterns of family 3; lane 1 case 5, lane 2
case 6, lane 3 case 7, lane 4 case 8, lane 5 case 9.
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MOLECULAR EPIDEMIOLOGICAL ANALYSIS BY IS7245
BASED RESTRICTION FRAGMENT LENGTH POLYMORPHISM TYPING
ON CASES WITH PULMONARY MYCOBACTERIUM AVIUM DISEASE
OBSERVED IN THE SAME FAMILY

'Katsuhiro KUWABARA, “Yasushi WATANABE, 'Koichi WADA, and '"Toshiaki TSUCHIYA

Abstract [Introduction] Mycobacterium avium-intracellu-
lare complex (MAC) has become one of major human patho-
gens, however, its routes of transmission and environmental
reservoirs causing human infection were not yet elucidated.
We reported three families affected by pulmonary Mycobac-
terium avium (M. avium) disease. Previous reports on MAC
diseases observed in the same family were very rare. The
purposes of this study were to investigate whether the infected
M. avium was the same strain among cases in the same family
and to examine the possibility of human-to-human trans-
mission, or infection from exposure to a common environ-
mental reservoir.

[Methods] M. avium isolates from nine cases of three fami-
lies were examined by DNA polymorphism based typing tech-
nique, restriction fragment length polymorphism (RFLP)
analysis using insertion sequence IS /1245 as a probe, to type
the strains. Some isolates were subcultured to a single clone.

[Results] All strains isolated from cases in the same family
showed different patterns by the RFLP analysis. And not only

simultaneous polyclonal infection but also repeated polyclonal
infections were observed in some patients.

[Discussion] The results suggest importance of underlying
anti-mycobacterial immunological impairment and defects of
local defense rather than virulence of infected strains as the
pathogenesis of pulmonary M. avium disease.
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