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EFFICACY OF THE “GEN-PROBE MYCOBACTERIUM TUBERCULOSIS
DIRECT TEST (MTD)” FOR DETECTION OF MYCOBACTERIUM
TUBERCULOSIS IN CLINICAL SPECIMENS

— Comparison between the MTD and the Test by Culture on Ogawa’s
Egg Medium or in the MB Check System ——
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Three or more weeks are usually required for detecting Mycobacterium tuberculosis by
the known culture methods, and therefore, the development of a rapid bacteriological
diagnostic method for M. tuberculosis has been urgently awaited. Recently, Gen—Probe Inc.
has developed the “Gen—Probe Mycobacterium Tuberculosis Direct Test (MTD)”, which is
based on amplification of the ribosomal RNA (rRNA) of M. tuberculosis in clinical
specimens and hybridization of the amplified rRNA with a M. tuberculosis —specific DNA
probe, as a rapid direct diagnostic method for tuberculosis.

We therefore compared the sensitivity and specificity of the MTD in detecting M.
tuberculosis with the culture methods on Ogawa’s egg medium and in the MB Check
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System, using 107 clinical specimens as test material. The results obtained are as follows :

1. Of the 61 clinical specimens which were negative when cultured on Ogawa’s egg
medium, 13 (21.3 %) were positive for M. tuberculosis using the MTD, and of the 48 clinical
specimens which were negative when cultured in the MB Check System, 8 specimens (16.7 %)
were positive for M. tuberculosis using the MTD.

2. All of the specimens which yielded growth of M. tuberculosis (identified by the
DNA probe) either on Ogawa’s egg medium or in the MB Check System, except one, were
positive for M. tuberculosis in the MTD. The only one exception was a specimen which was
positive for M. tuberculosis in both Ogawa’s medium and the MB Check System.

3. Of the 28 specimens which yielded growth of atypical mycobacteria (identified by
the DNA probe) in cultures, 27 specimens were negative for M. tuberculosis in the MTD.

4. The specimens which were negative both on Ogawa’s egg media and in the MB
Check System but positive for M. tuberculosis in the MTD must have contained few
tubercle bacilli, because the clinical status of the 6 patients from whom these specimens
were taken suggested that their tuberculosis was still active.

Based on these results, we concluded that the MTD is a very efficient method of direct
detection of M. tuberculosis in clinical specimens and for the rapid diagnosis of tuber-

apn

culosis.
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1 8 +# + M. tuberculosis 1,887,499 +
2 9 H# + M. tuberculosis 1,916,990 +
4 - - + AM? 1,525 -
5 - - + AM 1,537 -
6 - + + MAC® 1, 806 -
7 - HH + M. tuberculosis 1,830, 680 +
8 6 TGO + M. tuberculosis 1,792,695 +
9 ) H + M. szulgat 1,784 -
10 3 - + AM 1, 443 -
12 - - + AM 2, 662 -
13 - H + MAC 1,972

14 - H + MAC 1, 760 -
18 5 H - M. szulgai 2,176 -
19 ) + - M. fortuitum 1, 823, 718 +
22 2 + + M. tuberculosis 1,800, 428 +
23 4 + + M. tuberculosis 1,737,219 +
25 2 + + M. tuberculosis 1,893,835 +
26 6 + + M. tuberculosis 1,850, 441 +
27 ) - + M. tuberculosis 1,824,650 +
29 - - - 50, 420 +
30 8 H + MAC 2,006 -
31 1 - + AM 2,497 -
33 - - + AM 1,968 -
35 - + + MAC 1,527 -
36 - + + MAC 1,592 -
38 - - - 1,677,437 +
39 - - - 354, 572 +
40 - + + M. tuberculosis 595, 681 +
41 - - + AM 1,729 -
42 6 + + M. tuberculosis 1,625,318 +
43 3 - + M. tuberculosis 1,679, 747 +
44 - - - 1, 587, 292 +
47 8 - - 2,824 -
51 - +# + MAC 1, 504 -
55 3 H + M. tuberculosis 1,503, 842 +
57 - H + MAC 7,138 -
58 - + + M. tuberculosis 4,518 -
39 9 1 + M. tuberculosis 1,848,933 +
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2) RLU : Relative Light Unit

3) + : RLU=30,000, — : RLU<30, 000

4) AM : atypical mycobacterium (M. tuberculosis DNA 7o — 7fat)
5) MAC : M. avium complex
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60 2 + + M. tuberculosis 1,847, 863 +
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SES N 1 AN MTD THBHEZER L,

DHTR® B, ThOOFFELLREI>VWTRS
SIRFAPBETH S D,

i85, /MNl, MBF = v 7 LWFh bt MTD 5
WAER L 2k E & 8k (6FERD KoV Tid, &
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