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Identification of Mycobacterium avium complex (MAC) was made using tl.ree DNA
probe tests for MAC : Gen—Probe® Rapid Diagnostic System for the MAC (Gen—Probe Inc.,
San Diego, U.S.A.), AccuProbe™ MAC Culture Identification or Confirmation Test (Gen—
Probe Inc.) ; and SNAP® Culture Identification Diagnostic Kit (MAC) (Syngene Inc., San
Diego, U.S.A.). Various strains of MAC belonging to serovars 21 to 28 were identified by
the DNA probe tests and showed the following. First, Serovar 21 and 25 belonged to M.
avium and M. intracellulare, respectively. Each of them reacted with species—specific probes
used in the three DNA probe tests [ie., either M. avium—probe (in SNAP test ; Probe A) or
M. intracellulare—probe (in SNAP test ; Probe I)]. Second, serovars 22-24 and 26—28
consisted of M. intracellulare, MAC strains that reacted with Probe X of SNAP test but
lacked the reactivity with M. avium— and M. intracellulare—probes of all the DNA probe
tests, M. scrofulaceum that showed no reactivity with M. avium— or M. intracellulare—
probe or Probe X, and M. scrofulaceum that had only the reactivity with Probe X.

When the disease—associated MAC strains (35 strains), isolated in the Kanto to Kyushu
areas in Japan, were identified using AccuProbe test, both the M. avium and M.
intracellulare strains identified by the Gen—Probe test reacted with the MAC-probe but not
with the M. tuberculosis complex (MTC)-probe. Three MAC strains (strains N—417, N—-420
and N—428) failed to react with M. avium—probe and only had borderline reactivity with
M. intracellulare—probe in the Gen—Probe test : These strains also failed to react with
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Izumo 693 Japan.



740 o O Eeek E1E

either the MAC— or MTC—probe in the AccuProbe test. They were, however, reacted with
Probe X of SNAP test. Therefore, these peculiar strains could be identified as beeing Probe-
X reactive MAC. :

When the distribution of M. avium and M. intracellulare among the disease—associated
MAC strains (123 strains) newly isolated in the western districts of Japan (Kinki to
Kyushu) was studied, the ratio of M. avium was larger than that of M. intracellulare in
Kinki district for those MAC strains identified using the SNAP test. On the other hand, a
reverse distribution was observed for the MAC strains isolated in the Chugoku, Shikoku and
Kyushu districts. This was consistent with our previous findings in the identification of
disease—associated MAC strains isolated in the various districts of Japan using Gen—Probe

testing.
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Seicbnbiid, KED Gen—Probe fEABEFEL
Gen—Probe® Rapid Diagnostic System for the
Mycobacterium avium complex (MAC)Y (MIF
Gen—Probe 7 2 b) OJEELOBFEHME £ O[MiHS
HEC >V TO—HMORIEITVD™, ARE+ v M
X0 MACIEEE» Sl s n, BEE - BLFRIrER
» 5 MAC & [EE S NIEROHERD THEW sensitivity
& specificity % & - T M. avium » M. intracellu-
lare KRIEL S 3 EP? ioWTHE L TEL, C
o505 5B, MAC @ Schaefer % & OBEIZD WL
TOFRICH VT, KRy 22~24, 26~28 TUEkK
DN ISR « LR S B VIR I ERIERS mE
»5 MAC EEESNicb b 59, Gen—Probe
7 Z b T M. avium T M. intracellulare O\
FTNODNA 7o -7 L LML LAV SDDBREITH B
TED MBI ot, Fi, KF oy NPT DNA
7a—TEFVTVAHY £ DEMMRICHFINH -
7o

L AT, LT > T Gen—Probe #t¥itcic 7
IV Y =g A RFNVEHDNA 7u -7 E2H 07 Ac-
cuProbe™ M. avium or M. intracellulare Culture
Identification Test® (AT AccuProbe 7 % b) %,
F7KE D Syngene £EA5 M. avium, M. intracellu-
lare BXU “X” LFESEMAC HOZhZ HITFFRY
BTNAY 74 R7 75— EEHDNA 7o -7
(Probe A, 1, X) %M\ 7 SNAP® Culture Identi-
fication Diagnostic Kit® (LI'F SNAP 7z b) %5
L, Thdlddkic Gen—Probe &R0, FEHGHE
7a—7THEIHEDOERMILIVEGEEL SN,

22T, SR, chsoFy rEHVTO MACH
o EEREDOHE, SNAPF 2 + CREIES N7z MAC
EkO MBI NI D W T ORE %217 - 12 O TUU T HRE
T 5,

MR ETE

1) #EalEkk

#:3 MAC 3 Table 1 IZ/R9 & 5 IbHED 17 fils
HD 55 %2Z 1 MAC IEEE & b OFlEBERR 159
PRl ¥l National Jewish Hospital and Research
Center CKME), Centers for Disease Control Ck
) W ric Queensland Department of Health (&
-2+ 370 7) L OMERRIE e MAC & 13 #,
5 pkB L U 22 HRoET 40 MRoo#eET 199 #Eo

2) DNA 7o —75 2

(1) Gen—Probe ¥ % b : Gen—Probe® Rapid
Diagnostic System for the Mycobacterium avium
Complex iCiRffD <=2 7 V'” OHEICHELTIT-
1P = OREESIE, VI T 3 ~ 4 BRI ER % Mc-
Farland No. 1 ORI 5 X 5 ICERFKITFES €,
Zh % “Lysing Reagent” W THEMME L TrRNA
ZHIHL, & M. avium F7cid M. intracellulare
BEEDNA 70— T EDEDONA T )54 €—v 3
VE[To Ik, N TNy REANL Fafy T84 b
RS S, B, 0 U Tk OBURTEHEE RIE L,
NA T Yy PRl DAENAES (% hybridiza-
tion) ZHE L (EHM=10 %),

(2) AccuProbe ¥ 2 I : AccuProbe™ MAC %7:
I MTC Culture Identification %713 Confirma-
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Table 1. Collaborating Hospitals for Collection of
Disease—Associated MAC Strains

No. of
Hospital MAC strains
donated
National Sanatorium Tokyo Hospital 6
National Sanatorium Chubu Hospital b)
National Sanatorium Kinki—Chuo Hospital 8
National Sanatorium Toneyama Hospital 12
Osaka Hospital of Japan Anti—tuberculosis
Association 7
Osaka Prefectural Habikino Hospital 26
National Sanatorium Tuyama Hospital 8
National Sanatorium Minami Okayama Hospital 20
National Sanatorium Hiroshima Hospital 10
National Sanatorium Sanyoso Hospital 2
National Sanatorium Ehime Hospital 9
Ehime Prefectural Niithama Hospital 9
Kouchi—Shimin Hospital 13
National Sanatorium Higashi—Kouchi Hospital 3
National Sanatorium Fukuoka—Higashi Hospital 1
National Sanatorium Ohmuta Hospital 7
Koga Hospital 13
Total 159

tion Test IZHMfD <=2 7Y OFEITHEL TIT - 120
TRHSL, /NG E 3 ~ 5 BEEER O 1 EERLH
% “Reagent 1”7 & “Reagent 2” D& 100ul DR
EHFAE - REANTBEIF 2 — 7ThiciRilis &,
INEER, 15200, BEEMNLEL TARS € rRNA
i 5, 95+ 1°C, 10 AR OMALEE, <o 100
ul %2 & o » U H M. avium, M. intracellulare
(Identification Test), MAC %7213 M. tuberculosis
complex (MTC) (Confirmation Test) IT4FFRA7S
AZDNA 7o —-J7%a—-bL kT —-TFa—TkH
L, 60°C, 1554 705 14¥—v3 va2iTH, T
NIz 300ul © “Reagent 3” (Selection Reagent) %
A, &51260°C, 5MMNET 2, Kz, Fa—7
W3/ A—%— (Gen—Probett) ic& v + LT,
“Detection Reagent” ZWNZ % C &ic &k S B
FLA RLU (Relative Light Units) % & - T print
out &5, =30,000RLU % & - THEME:E¥IEST 5,
(3) SNAP 7%+ : SNAP® Culture Identifica-
tion Diagnostic Kit IZED==27 10k EY 12
BLTITo T, T1bb, /NIKEHLE 3 ~ 5 B EE
% “Lysis Buffer” §1ic McFarland No. 1 12735 &
INCIFESE, TD1ml % “Lysis Tube” IZ#&L,

300ul 7 v o7 4 VA%ENAT, Minibead Beater
(Biospec Products #, KE) T3 R L < IREL
THHE L, KEEMHT 5, Th% 3000rpm, 547
filmi U, 2@ E# 300l &ERO “Denaturation
Reagent” &%, JE#fic “Centri—Dot™ Membrane”
(F 4 o V) ZEFH LK Centri-Dot™ HITEL T
7oA YVEMEL, 3,000rpm, 5 ARIE L L TEEE
“Centri—~Dot™ Membrane” Fic7 oy 54 v o4
b0 IRWT, TODF Ao vEaEKkEg TLh)7s R
774 —€¥E#HDNA 7o -7 (A, 1,X) o0& 10ul
%fnZ . “Hybridization Buffer” 1ml H1T 49°C,
155N A4 7548 —v a3 vEiTo11%, “Wash
Buffer 17 8 XU “Wash Buffer 2” DINFICBES L 72,
INETNA) T+ RT7 75 —€DHETHS 5—bro-
mo—4-chloro—3—indolyl-phosphate & nitro blue
tetrazolium @ & 5 ul % N Z 1< $EH K (“Alkaline
Prosphatase Substrate Buffer”) th 37°C, 1 Hfj
RiE%, KEEL, BEED 2 F o M ROEFRBOFRE L 1
SOEGH, LroX3b0%RMEESHEL 2,

i S
1. DNA v — 75 2 Mick s MAC [fI#EH 21
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Table 2. Identification of Various Strains of MAC Serovars 21-28 by the Three
DNA Probe Tests

Gen—Probe (%  AccuProbe

(Hybridization) (RLU) SNAP Conven-

Serovar Strain Origin® tional

Probe Probe Probe identi-

Avium Intra Avium Intra A I X fication®

21A 2993 NJC 36.6 1.0 513347 1333 + - — MAC
21B T77 CDC 53.0 1.7 497632 2144 + — - MAC
22 S88/381 QDH 1.1 23.9 1509 376584 - + - MAC
22A 5154 O’Connor NJC 8.3 2.0 15496 1313 — — + Scro.®
22 S588/233 QDH 2.2 2.4 1410 2006 —~*+ — + Scro.
22B 10409 NJC 0.8 1.0 2109 1223 - - — Scro.
23A CDC841B CDC 2.0 2.3 2165 1241 — - + MAC
23B 23393 NJC 6.7 2.7 3099 2308 - - + MAC
23 CDC 1214 NJC 6.5 3.4 2543 1871 - - + MAC
23 S88/420 QDH 1.1 1.5 2463 18847 — — + MAC
24B 2154 CDC 1.0 33.9 3706 389517 - + — MAC
24A 12645 NJC 8.4 2.5 1527 2115 — — + MAC
24 S88/87 QDH 2.1 2.3 1342 1309 — — + MAC
24 S588/294 QDH 2.4 2.1 856 1296 - — + MAC
24 S588/543 QDH 2.0 1.8 1480 1564 — — + MAC
25A 72—888 NJC 1.5 34.1 1515 395514 - + - MAC
25B CDC 1195 NJC 0.7 32.8 1150 433108 - + - MAC
25 S88/21 QDH 1.1 27.5 1199 400224 - + — MAC
25 S588/55 QDH 1.4 27.3 1227 361643 - + - MAC
25 S88/90 QDH 1.1 30.9 1432 397138 - + - MAC
25 $88/204 QDH 1.4 33.1 1468 324620 — + — MAC
25 S$88/259 QDH 1.6 32.6 738 448645 - -+ - MAC
25 S588/334 QDH 1.2 29.3 1177 397696 - + — MAC
25 S588/425 QDH 1.3 27.4 988 420464 — + - MAC
25 S588/465 QDH 1.2 30.2 1051 454268 - + - MAC
26 Hillberry 1244 NJC 1.4 35.2 908 437136 - + - MAC
26 S87/210 QDH 6.7 1.8 708 855 - — + MAC
26 S88/155 QDH 1.4 2.8 950 775 — — + MAC
26 S88/175 QDH 1.5 1.9 902 1215 — - + MAC
26A Cox 1944 CDC 0.9 1.0 829 615 - - - Scro.
26B Mackenzie NJC 0.7 1.0 731 1201 - - - Scro.
27 S88/59 QDH 1.7 1.8 2167 5158 — - + MAC
27 S588/234 QDH 1.3 1.5 1121 716 - — + MAC
27 S588/237 QDH 1.4 2.0 1261 1118 - = + MAC
27TA Harrison NJC 0.5 0.9 2411 1098 - — - Scro.
27B Lane 3081 NJC 0.8 1.2 1332 725 - - - Scro.
28A 6845 NJC 2.2 37.3 1144 411258 - + - MAC
28 S587/69 QDH 1.2 29.7 1474 323825 — + — MAC
28B 9055 Matthews CDC 3.2 1.9 1285 1025 — - + MAC
28 S88/101 QDH 1.5 1.2 1104 3481 —~*+ - + MAC

a) NJC, National Jewish Hospital and Research Center ; CDC, Centers for Disease Control ; QDH, Queensland
Department of Health.

b) Conventional identification was done on the basis of culture, biochemical and serological properties.

c) M. scrofulaceum.
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Ficbhbh® id, MACIER 1 ~28BIE kD
Gen—Probe ¥ Z MZ X BRIEEXRAAL, ZhLH5DI b,
22~24 B XU 26~28 Bl o dicid M. intracellulare
ERIES B, M. avium AETNC M. intracellu-
lare ® DNA 7o - 70 W\WFh& bRIGHT, BE .
HALZE - MEFERHERD & MAC &[EES Tz EkO
B2 M. scrofulaceum E[EES NIEKRGIEAEL
TWVWBZEEHSHITLI, 22T, 4lElIE Schaefer
DMER (1 ~20) i<z 0%BiNshi 21~28 BE%
Wy B, choALEFE3EDODNA Jo—-7% 5 b
ZHOTEEL, MFERE DNA 7o — TRIGHEE D
BAFRIC D W T DR RES 21T - 720

EEREHE 3 —FE L T Table 2 7R L 720

(1) 21388 (2#) : Gen—Probe, AccuProbe &
¥ SNAP Probe DW\WFNDF R M Th M. avium &
I & L rco ‘

(20 227 (48K : 18 (S88/38LHK) VWit
DFHBITE > TS M. intracellulare &[EEE Nihs,
fibd 3 EW#kiZ Gen—Probe dfitfic AccuProbe ¥ X b
fatk, B < AL - MEFAEIRE D M. scrofu-
laceum &EfEESH, 20 5DHIZIZ SNAP ¥ X + T
Probe A, , X O LW Fh&bRIELEL > 1Kk
(Q0409%) & 78 — 7 X & XIE L 2 2 ¥ (5154
O’Connor ¥, S88/233 #k) 23b - 7z,

(3) 23BUEE (48K : VTN bIEE « B L .
MEFRHRS 5 MAC ERIESNZic bbb 51,
M. avium WO M. intracellulare ® Gen—Probe
H B3 AccuProbe &H¥9, SNAP Probe X
ERIGLTzo LtcdioT, 23#IE I3 ProbeX G
MAC £EZ Sk,

(4) 2479E (5H#F) : 1#k (2154 ¥k, M. intracell-
ulare) ZBR TXTOEKRIE M. avium Wi M.
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intracellulare ® Gen—Probe & %\ i3 AccuProbe
OWFhE b KIEE Y, SNAP Probe X &R L 72,

6) 25HE (104 : 2EKPVWThOTo -7 7
A MT&->Td M. intracellulare EEES 1z,

6) 26 (6HF) : WFRDOTO-TFX Mtk
Td M. intracellulare LFRIEE N1z 1B (Hillberry
1244 ¥8) %R\ 7 5 Bfkld Gen—Probe 0T Accu-
Probe ERIE LD - o, Th 600N 3REE « 4L
o MEFHMERD S M. scrofulaceum EJEE SN
725D 2#k (CoX 1944 #%, Mackenzie #) &, Probe
X ERIGL s D 3% (S87/210 ¥k, S 88/155 #%,
S88/175 k) M - 7z,

(7 27Z4E (5 %) : 2 ¥k (Harrison ¥k, Lane
3081 #F) @F3FVWIFhoDFo— 7 & bKIGET, BE&E .
AR « MiEFEREERIC LY M. scrofulaceum &
FE s nten, o 38k (S88/59 #, S88/234 tk,
S88/237 k) 1 Gen—Probe #fitfic AccuProbe & &
MIEE 3, SNAP Probe X &EXJBL 72,

(8) 28 HUEH (44K : 28k (6845 %k, S87/69#%) &
VWIFNDO 7o -7tk >Td M. intracellulare &[G
EExnfch, fho 2 kk (9055 Matthews #%, S88/101
¥E) 23 7o —7D5 5 SNAP Probe X DA D
RIGm & btz

2. AccuProbe 7 Z M ic & 3 MAC E¥kDEIE

AERICIIhEFTICHVWSNTE R M. avium i
T M. intracellulare D&% IR AccuProbe
TR, MAC ic##7 AccuProbe % M\ THat
INhtc, TDFERIE Table 3 ITRT & D iz, #E35H
DS B, M. avium AW M. intracellulare %
Gen—Probe TRIE &N M. avium 16 kB LT M.
intracellulare 19%k D W3 b MAC AccuProbe
ERIGL, MTC AccuProbe & ZRIGLIEH -7, i
B, AccuProbe 7 X FTD M. avium ® MAC 7 u

Table 3. Identification of Disease—Associated MAC Strains Isolated in the
Districts from Kanto to Kyushu in Japan by Gen—Probe and AccuProbe Tests

Gen—Probe test

AccuProbe test

No. of (% Hybridization) (RLU)
Species test
strains Probe® Probe®
Avium Intra MAC MTC
M. avium 16 52.9 2.1 414,047 2,215
(46~59) (0.9~3.9) (290,915~484,213) (1,293~3,292)
M. intra- 19 4.5 44.8 325,346 2,190
cellulare (1.3~9.8) (35~52)

(94,166~406,015)  (1,160~7,652)

a) Avium : M. avium, Intra : M. intracellulare.

b) MAC : M. avium complex, MTC : M. tuberculosis complex
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Table 4.

o BB WIS

Identification of MAC Strains Showing False Positive Reactivity in

Gen—probe Test, by AccuProbe and SNAP Tests

Gen—Probe test

AccuProbe test

(% Hybridization) (Gross RLU) SNAP test
Strain
Probe Identifi- Probe Identi- Probe Identi-
cation —— fication fication
Avium Intra MAC MTC A 1 X
N-417 13.6 9.4 M. avium 2,392 1,852 ? - - + MAC
N—-420 16.8 8.5 M. avium 1,562 1,690 ? - - + MAC
N-—428 22.2 11.2 M. avium 2,388 1,757 ? - - + MAC
Table 5. Distribution of Disease—Associated MAC
Identified by SNAP Test in the Western Part of
Japan
No. of strains
No. of
District  test Probes®
Strains A I X
Kinki 45 32 (71%) 13 (29%) 0
Chugoku 31 7 (23%) 23 (74%) 1 (3%)
Shikoku 34 10 (29%) 23 (68%) 1 (3%)
Kyushu 13 4 (31%) 8 (62%) 1 (71%)
it 123 53 (43%) 67 (54%) 3 (2%)

A : M. avium, 1 : M. intracellulare, X : Probe X reactive MAC

— 7 & O KIGE 1E 290, 915~ 484, 213 (¥ ¥4 414, 047
RLU) T M. intracellulare i ¥ 1 % f& 94, 166~
406, 015 (3744 325, 346 RLU) & b @ W A2 A

5N,

3. Gen—Probe THEIERH MAC EKD Accu-

Probe ifitfic SNAP Probe I & 5 [E]E R

Table 4 1227 3EHIE, Gen—Probe 7 AT

M. avium 78 — 7 & O RIGE BB 20 5 KD
(13.6 B £ 1116.8) N—417 ¥k & OF N—420 tkD 2 Bk
(BB EERE) Wi M. avium & M. intracellulare
O 7 e —7 & DKIMEDEETH - 72h8 M. avium
7o — 7 & ORMEAPPEN N-428 % (MAC B#&
SYEERE) o 1BIkkTH B4, —IE M. avium EFEIES
NEEKRTH B, BB, ThdiRVLTFnd MAC R
a-PUEB T, HE < A EIRE D LTH MAC &
FEXhbDTHb, ThHDVTFNDOEKSMAC
A ric MTC DWVWEFNdD AccuProbe & DIGME &R
HECHEEATETH - 7h5, SNAP ¥ 2 +T7e—7X
LRIEL, Probe X RGN MAC 1K@ 9 2K TH - 1o

4. SNAP 7 % b THE & 1 7z MAC JiE BE S B
MAC EikkD i 53 45

g, hE, WHE, SuUNHE O e T MAC iEEE
WEHE & D Y EEX N, B e ALK T MAC L[E
EXNIE 123 BRI WT SNAP 7 2 b &7 73,
M. avium, M. intracellulare T Probe “X” X
6 MAC &RIE & N EROMEEF) 4613 Table 5
WRT LI TH B, THbL, Llicbhbho@ELlik
Gen—Probe 7 2 iz & 2 FEMME® &L, SR
F N5 A2 RERIC O W TOFE T IS TR
M. avium ® 5H 3EEHEL (11%), Th LU
oOE, PUE, SN TR M. intracellulare DE|
ENEV (62~T4%) LWHBE»PE LN, BB,
SEgEE L 128805 B, 3#k (2 %) 1d Probe
XM MAC & [EE S i,

% E-d

MAC W IEEEREHRE O 5 bix bOEEE Om Vit
BETH D, FTEZOBEMOBEFLSS SR TVE PP,
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AEBEHRIREROBEE « AfbFHRIc L > Tid, M
avium & M. intracellulare IIEREICHERIT 2 T &1
AHEEE SNTE1D, FFICH > T Gen—Probe®
Rapid Diagnostic System for the M. avium or
M. intracellulare #H\W3 T itk - T, THOME
DR « FESAIREE 18 - 7209 L Lk s, A
* v MIPIEMDNA 7o — 752 H0TWS 70, L
BHEOED & —E DREHAEZ - L kN T L
HTEhsuicd—BREETHMEH L5 2K MED
DNA 7o - 7OBFsEENTE 12,

i, FEMHMEDNA v — 7<% % AccuProbe
AT SNAP Probe 72 2 Gk EE + » b AKEICH
WTBIR SN, TNOEMHT A%, KTk
BB S N7 REGER, MAC ESRE S BESTRE MAC Hik
R € ORIERBREIT - DT, BohifRico
WTHTOEREMA TAHI WV,

Gen—Probe 7 X b T M. avium »3WVix M. in-
tracellulare \CASNCEIE L 2 72 MAC Bitki3, Accu-
Probe 7 Z t 8L U SNAP ¥ X b O WFHh D HiEI
> TH 100 %—H L e [EEGEME S hi- T &, fthh,
B o HALE - IEFHIMER A 5 MAC ERES hiz
b2 59, Gen—Probe 7 X M T3 M. avium
W M. intracellulare DVWEFIRD 7o —7 & bR
B LR HOBR 550 M. avium &—IBRIE X
NF LA, M avium HER7o—7 L OKIEDE
» o fERIE, AccuProbe 7 2 b TR ilEEER 7 o
—TDVFNEDRIESBHMLI T ThH -t &, E1
D& S HBEMKRIE SNAP 7 2 b T Probe X &Kt
5 MAC O—HICBITHEIKTH 5 2 LS hIcSh
72o TN, SNAP 7 X b 3o 2 riclbNTd ¢ h
TR EBDbNEY, TS HEKIE, Table 50577
£ 512, MAC EBE S BERTEE MAC Btk Hic 5% 2
HaREL 2%ED<, EREES LB
BooTEROMEBEbLNE, B8, COk51
Probe X it MAC DJFEDEHA R -1 3,

AccuProbe 7 X b i3 SNAP 7 2 b icH~_TFEiH
FOMETH B L, ZOERIIEIET print out X
NTLB0DT, FESNI cut off ik v KB HE
DERETH 2Dkt LT, SNAP 7 2 b TREBKIE
ZRIRENEES 5 72D 1c R0 REMEICRIF 2 % 50
HBLELEZ LN BH, Probe A &1 &t 3G
R CHENcE 20T, EH EERVMEEIRES
BWwksic@bns, &L A, ProbeX ERIET 2
MAC E#k D H1icidfE 4 12 LT Probe A & ORJIZEF
RERIEERTEEWRH 50T, TORICHETRET
B>,

Fic, bhbh® i3, boEO MACEEE L 04
#x 1, Gen—Probe ¥ 2 T M. avium & M. in-
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tracellulare 1[G E & 1 72 B ¥k B (19 53455 12 13 b
ENAH SN, Ll OIS % TlE M. avium 75,
thE « PUE « WNHEG TR M. intracellulare 7% <
WBZEERM LI, ETAT, &, HirioRsis
T MAC IEEH & 0 7B, INESN, SNAP 7%

F T M. avium & %W M. intracellulare &[6)5E &
NEWEBRIZ DLW TORBORII T, HETIE M
avium BEh - fe QX LT, HE - PuE « SN TR
WIT M. intracellulare D%\ ENAD SNt L
L, DX ICHEROHIBHINMZEDS ED & 5 157
FRERICE D bDEODITHO>VWTIHBED E A4
AHEVWDZ 22T, SHOBRITITHL W,

Pk, B —-7%2H0 5 SNAP 5 2 F kY
I AccuProbe ¥ 2 b i3 Wl fE# 7o — 7 A(lifHd 3
Gen—Probe 7 2 MICHNTHBREDOKE XL L &
B, FHOBESOE» S b2 b0 BN, L
TeldoT, bl k> BEHEEMETEEE, 4
AccuProbe 7 Z h 21TV, ZH TS THIARIZA Sh
% HEARRE % 0 3RS MAC BEfkic> V0T ld SNAP
7 A M %fT-> T Probe X EDRISHATING &5 =
T TEBUGOBI D TIRENS DDy,

i

B

KE D Gen—Probe # THF & i/ Gen—Probe®
Rapid Diagnostic System XU AccuProbe™
Culture Identification Kit ifitfic Syngene #Ich
& ht SNAP® Culture Identification Test %M
WT MAC BWHkDRIE 2R A 7 6EHR, UToHaRE 2
7o

(1) MAC21~281M BB D 5 b, 21 B 13 M.
avium, ¥ 72 25 B3 M. intracellulare LRIESh
e, ZofhoiMmEs (22~24, 26~28) Bicld, M
intracellulare L[E|FES 7z b D, SNAP ¥ X + ¢
Probe X & O IGEHD MAC i icwdho 7o —
TEBRIG LW M. scrofulaceum DEEDH - 720
UL, TOXSBHDTREHZBR\VTIE AccuProbe
7 Z b & Gen—Probe 7 2 b I & 3 [6E R I35 T
L= 1z,
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