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Previously, the present authors observed that mycobacterial species showed various
patterns of the distribution of radioactive spots in thin-layer chromatography of lipids after uptake
of 3S-methionine. The majority of the species showed their unique patterns for the species.
However, M. scrofulaceum, M.gordonae, and M. flavescens showed two or more patterns.
Further studies on M.avium, M.intracellulare, M.scrofulaceum, and M. gordonae showed that
these organisms shared the same patterns, and that the patterns of the former three were found
in those of M. gordonae.

A total of 105 strains of slowly growing mycobacterial species were tested. These are as
follows: M. tuberculosis (5 strains), #05001 (HzRv), #05002 (Aoyama-B); #05003 (Frankfurt);
#05009; #05037; M.bovis (5 strains), $06001 (Ravenel); #06002 (Denken); #06003 (BCG); #06005
(D-4); #06006; M.kansasii (5 strains), #07001 to #07005; M.marinum (5 strains), #08002 to
#08006; M. gastri (5 strains), #25001 to #25005; M.nonchromogenicum (5 strains), #09001 to
#09003; #09023; #09033; M.novum (5 strains), #24018 to #24022. These strains were tested in
comparison with the strains of M.avium, M.intracellulare, M.scrofulaceum, and M. gordonae,
which are shown in Table 1.

The method used is described in the previous paper?. 35S-L-methionine was a product of
the New England Nuclear Co., Boston, U.S.A. Its specific activity was 390.0 mCi/m mol.

M. tuberculosis, M.bovis, M.kansasii, M.marinum, M.nonchromogenicum, M.novum, and
M. gastri showed single patterns (Fig.1). The pattern of M.bovis was equal to the pattern of
M. tuberculosis.

M. avium also showed single pattern (Table 1 and Fig.2). In contrast to the above species,
M. intracellulare, M. scrofulaceum, and M. gordonae showed various patterns(Table 1 and Fig.2).
The patterns of M. avium, M.intracellulare, and M.scrofulaceum could be observed in the
patterns of M. gordonae.

* Request for reprints should be addressed to Dr. M. Tsukamura, the National Chubu Hospital, Obu,
Aichi 474 Japan.
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Main pattern of M.avium was type A (and A’), patterns of M.intracellulare A’, B, and C,
those of M.scrofulaceum E (and D), and those of M.gordonae A,B,B,D, and E (Fig.2 and

Table 1). However, a little overlaps were observed among these species, and the patterns of

M. gordonae contained all (Table 1).

The finding suggests, in accordance with our previous report?,

that these four species may

phylogenically be closely related to each other and the pathogens, M.avium, M.intracellulare,

and M. scrofulaceum may be originated from a non-pathogen M. gordonae.

Reference
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(2) Tsukamura, M. 1976. Numerical classification of slowly growing mycobacteria. Int. J.Syst.
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Table 1. Pattern of Distribution of Radioactive Spots in Thin-layer
Chromatograms of M. avium, M.intracellulare,
M. scrofulaceum, and M. gordonae
Pattern M.avivm | M.intracellulare | M. scrofulaceum | M. gordonae
10 strains 15 strains 16 strains 29 strains
A £11016 $13024 $12340 T-12104
$11017 T-12180
$11018 $12016
$#11019
$11020
$#11021
$11023
$11026
A’ £11002 #13085 $12327
$11022 $13893
$13540
$13543
B £13033 T-12365
#13080 T-12357
#13542 T-12353
$13891
B’ $13890 $12329 T-12367
T-12361
T-12366
T-12303
T-12300
T-12299
C $13022 $12323 T-12109
#13032
$13038
D $13021 $12002 T-12103
$13086 $12107 T-12178
T-12179
T-12354
T-12302
E £12012 T-12110
#12320 T-12177
£12321 T-12307
$12322 T-12308
$12327 T-12362
$12330 T-12363
$12328 T-12301
$12003 T-12356
$12004 T-12360
$36001 T-12358
F T-12355

Refer to Fig.2.

A’ lacks a prominent spot at Rf 1.00 of pattern A.Accordingly, the pattern
A’ does not show any marked radioactive spot.

B’ lacks a prominent spot at Rf 1.00 of pattern B.
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Fig.1. Pattern of distribution of radioactive spots in thin-layer chromatograms.
(A) M.tuberculosis $05001; (B) M.kansasii $07001; (C) M.marinum $08010;
(D) M.nonchromogenicum $09023; (E) M.novum %24018; (F) M.gastri % 25001.
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Fig.2. Pattern of distribution of radioactive spots in thin-layer chromatograms.

(A) to (F) show various patterns of M.avium, M.intracellulare, M.scrofulaceum, and

M. gordonae. Refer to Table 1.
AR 2 — %, TXC M. gordonae D X% — /T H
BRs &I BIERH D, T 4FE, FHRSEENPE
TR RBIRICH 5 2 BRI h T %, 355-methionine & b Z A DIFE AR L CHlifE 2 =
iz, M.avium, M.intracellulare ¥ XU M. scrofu- < VRS &, BEHEARY OGO K~ VI,
laceum O 3 ZIXH\NCBERBRICH D L0592, Kk M. tuberculosis, M.bovis, M.kansasii, M.marinum,
TELIARERT, 2h b OWKIEN: SE M. gordonace M. nonchromogenicum, M.novum, M. gastri Ci¥, %
LA F—2 T 5 DT\ & 5 R A NERBRSAE D 52— % i L fo, M. tuberculosis
RETBTs X oBbh s, Do~ & Mbovis D%~ VIXFA—TH 21,
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M. avium, M. intracellulare, M. scrofulaceum,
M. gordonae D& — VT HEWCBEARN H D7, M.
avium DRE— T EAFE—THD oA, M.in-
tracellulare ¥ M. scrofulaceum D& — VI IEH T—
WEWCEE Lic, M. gordonae D-%%— /2y M.
avium, M. intracellulare ¥ X% M. scrofulaceum 3
RTAE— VDR EREETBBHR DRI,
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